WO 2005/019450 



PCT/JP2004/0 12238 



SEQUENCE LISTING 

<110> TAKARA BIO INC. 

<120> Process for the preparation of lymphocyte having cytotoxic activity 

<130> 04-058-PCTJP 

<150> JP 2003-298208 
<151> 2003-08-22 

<150> JP 2004-699 
< 1 5 1 > 2004-01-05 

<150> JP 2004-115648 
<151> 2004-04-09 

<150> JP 2004-222441 
<151> 2004-07-29 

<160> 29 

<210> 1 
<211> 87 
<212> PRT 

<2 1 3> Artificial Sequence 



1 /4 6 
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<220> 

<223> partial region of fibronectin named II 1-8 
<400> 1 

Pro Thr Asp Leu Arg Phe Thr Asn Me Gly Pro Asp Thr Met Arg 

1 5 10 15 

Val Thr Trp Ala Pro Pro Pro Ser Me Asp Leu Thr Asn Phe Leu 

20 25 30 

Val Arg Tyr Ser Pro Val Lys Asn Glu Glu Asp Val Ala Glu Leu 

35 40 45 

Ser Me Ser Pro Ser Asp Asn Ala Val Val Leu Thr Asn Leu Leu 

50 55 60 

Pro Gly Thr Glu Tyr Val Val Ser Val Ser Ser Val Tyr Glu Gin 

65 70 75 

His Glu Ser Thr Pro Leu Arg Gly Arg Gin Lys Thr 

80 85 



<210> 2 
<211> 90 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> partial region of fibronectin named II 1-9 

2/4 6 



WO 2005/019450 



PCT/JP2004/012238 



<400> 2 

Gly Leu Asp Ser Pro Thr Gly Me Asp Phe Ser Asp Me Thr Ala 

IS 10 15 

Asn Ser Phe Thr Val His Trp Me Ala Pro Arg Ala Thr Me Thr 

20 25 30 

Gly Tyr Arg I le Arg His His Pro Glu His Phe Ser Gly Arg Pro 

35 40 45 

Arg Glu Asp Arg Val Pro His Ser Arg Asn Ser Me Thr Leu Thr 

50 55 60 

Asn Leu Thr Pro Gly Thr Glu Tyr Val Val Ser Me Val Ala Leu 

65 70 75 

Asn Gly Arg Glu Glu Ser Pro Leu Leu Me Gly Gin Gin Ser Thr 

80 85 90 



<210> 3 
<211> 94 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> partial region of fibronectin named 111-10 
<400> 3 

Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro 

3/4 6 



WO 2005/019450 



PCT/JP2004/012238 



15 10 15 

Thr Ser Leu Leu lie Ser Trp Asp Ala Pro Ala Val Thr Val Arg 

20 25 30 

Tyr Tyr Arg Me Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val 

35 40 45 

Gin Glu Phe Thr Val Pro Gly Ser Lys Ser Thr Ala Thr lie Ser 

50 55 60 

Gly Leu Lys Pro Gly Val Asp Tyr Thr lie Thr Val Tyr Ala Val 

65 70 75 

Thr Gly Arg Gly Asp Ser Pro Ala Ser Ser Lys Pro lie Ser lie 

80 85 90 

Asn Tyr Arg Thr 



<210> 4 
<211> 84 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> partial region of fibronectin named 111-11 
<400> 4 

Gin Met Gin Val Thr Asp Val Gin Asp Asn Ser Me Ser Val Lys 
15 10 15 

Trp Leu Pro Ser Ser Ser Pro Val Thr Gly Tyr Arg Val Thr Thr 

4/4 6 
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20 25 30 

Thr Pro Lys Asn Gly Pro Gly Pro Thr Lys Thr Lys Thr Ala Gly 

35 40 45 

Pro Asp Gin Thr Glu Met Thr lie Glu Gly Leu Gin Pro Thr Val 

50 55 60 

Glu Tyr Val Val Ser Val Tyr Ala Gin Asn Pro Ser Gly Glu Ser 

65 70 75 

Gin Pro Leu Val Gin Thr Ala Val Thr 

80 



<210> 5 
<211> 92 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> partial region of fibronectin named 111-12 



<400> 5 

Ala lie Pro Ala Pro Thr Asp Leu Lys Phe Thr Gin Val Thr Pro 

15 10 15 

Thr Ser Leu Ser Ala Gin Trp Thr Pro Pro Asn Val Gin Leu Thr 

20 25 30 

Gly Tyr Arg Val Arg Val Thr Pro Lys Gtu Lys Thr Gly Pro Met 

35 40 45 

5/4 6 
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Lys G I u tie Asn Leu Ala Pro Asp Ser Ser Ser Val Val Val Ser 

50 55 60 

Gly Leu Met Val Ala Thr Lys Tyr Glu Val Ser Val Tyr Ala Leu 

65 70 75 

Lys Asp Thr Leu Thr Ser Arg Pro Ala Gin Gly Val Val Thr Thr 

80 85 90 

Leu Glu 



<210> 6 
<21l> 89 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> partial region of fibronectin named 111-13 
<400> 6 

Asn Val Ser Pro Pro Arg Arg Ala Arg Val Thr Asp Ala Thr Glu 
1 5 10 15 

Thr Thr lie Thr Me Ser Trp Arg Thr Lys Thr Glu Thr lie Thr 

20 25 30 

Gly Phe Gin Val Asp Ala Val Pro Ala Asn Gly Gin Thr Pro Me 

35 . 40 45 

Gin Arg Thr Me Lys Pro Asp Val Arg Ser Tyr Thr Me Thr Gly 

50 55 60 
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Leu Gin Pro Gly Thr Asp Tyr Lys Me Tyr Leu Tyr Thr Leu Asn 
65 70 75 

Asp Asn Ala Arg Ser Ser Pro Val Val Me Asp Ala Ser Thr 
80 85 



<210> 7 
<211> 90 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> partial region of fibronectin named 111-14 
<400> 7 

Ala Me Asp Ala Pro Ser Asn Leu Arg Phe Leu Ala Thr Thr Pro 
1 5 10 15 

Asn Ser Leu Leu Val Ser Trp Gin Pro Pro Arg Ala Arg Me Thr 

20 25 30 

Gly Tyr Me Me Lys Tyr Glu Lys Pro Gly Ser Pro Pro Arg Glu 

35 40 45 

Val Val Pro Arg Pro Arg Pro Gly Val Thr Glu Ala Thr Me Thr 

50 55 60 

Gly Leu Glu Pro Gly Thr Glu Tyr Thr. Me Tyr Val Me Ala Leu 

65 70 75 

Lys Asn Asn Gin Lys Ser Glu Pro Leu Me Gly Arg Lys Lys Thr 
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80 85 90 

<210> 8 
<211> 25 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> partial region of fibronectin named CS-1 
<400> 8 

Asp Glu Leu Pro Gin Leu Val Thr Leu Pro His Pro Asn Leu His 
15 10 15 

Gly Pro Glu Me Leu Asp Val Pro Ser Thr 
20 25 

<210> 9 
<211> 274 
<212> PRT 
<213> Human 

<220> 

<223> fibronectin fragment named C-274 



8/4 6 
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<400> 9 

Pro Thr Asp Leu Arg Phe Thr Asn Me Gly Pro Asp Thr Met Arg 

1 5 10 15 

Val Thr Trp Ala Pro Pro Pro Ser Me Asp Leu Thr Asn Phe Leu 

20 25 30 

Val Arg Tyr Ser Pro Val Lys Asn Glu Glu Asp Val Ala Glu Leu 

35 40 45 

Ser lie Ser Pro Ser Asp Asn Ata Val Val Leu Thr Asn Leu Leu 

50 55 60 

Pro Gly Thr Glu Tyr Val Val Ser Val Ser Ser Val Tyr Glu Gin 

65 70 75 

His Glu Ser Thr Pro Leu Arg Gly Arg Gin Lys Thr Gly Leu Asp 

80 85 90 

Ser Pro Thr Gly Me Asp Phe Ser Asp Me Thr Ala Asn Ser Phe 

95 100 105 

Thr Val His Trp Me Ala Pro Arg Ala Thr Me Thr Gly Tyr Arg 

110 115 120 

Me Arg His His Pro Glu His Phe Ser Gly Arg Pro Arg Glu Asp 

125 130 135 

Arg Val Pro His Ser Arg Asn Ser lie Thr Leu Thr Asn Leu Thr 

140 145 150 

Pro Gly Thr Glu Tyr Val Val Ser Me Val Ala Leu Asn Gly Arg 

155 160 165 

Glu Glu Ser Pro Leu Leu Me Gly Gin Gin Ser Thr Val Ser Asp 

170 175 180 

Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro Thr Ser Leu 
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185 190 195 

Leu lie Ser Trp Asp Ala Pro Ala Val Thr Val Arg Tyr Tyr Arg 

200 205 210 

Me Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gin Glu Phe 

215 220 225 

Thr Val Pro Gly Ser Lys Ser Thr Ala Thr Me Ser Gly Leu Lys 

230 235 240 

Pro Gly Val Asp Tyr Thr Me Thr Val Tyr Ala Val Thr Gly Arg 

245 250 255 

Gly Asp Ser Pro Ala Ser Ser Lys Pro lie Ser lie Asn Tyr Arg 

260 265 270 

Thr Glu Me Asp 



<210> rO 
<211> 271 
<212> PRT 
<213> Human 

<220> 

<223> fibronectin fragment named H-271 
<400> 10 

Ala Me Pro Ala Pro Thr Asp Leu Lys Phe Thr Gin Val Thr Pro 
1 5 10 15 

Thr Ser Leu Ser Ala Gin Trp Thr Pro Pro Asn Val Gin Leu Thr 

1 0/4 6 
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20 25 30 

Gly Tyr Arg Val Arg Val Thr Pro Lys Glu Lys Thr Gly Pro Met 

35 40 45 

Lys Glu Me Asn Leu Ala Pro Asp Ser Ser Ser Val Val Val Ser 

50 55 60 

Gly Leu Met Val Ala Thr Lys Tyr Glu Val Ser Val Tyr Ala Leu 

65 70 75 

Lys Asp Thr Leu Thr Ser Arg Pro Ala Gin Gly Val Val Thr Thr 

80 85 90 

Leu Glu Asn Val Ser Pro Pro Arg Arg Ala Arg Val Thr Asp Ala 

95 100 105 

Thr Glu Thr Thr lie Thr Me Ser Trp Arg Thr Lys Thr Glu Thr 

MO 115 120 

Me Thr Gly Phe Gin Val Asp Ala Val Pro Ala Asn Gly Gin Thr 

125 130 135 

Pro Me Gin Arg Thr Me Lys Pro Asp Val Arg Ser Tyr Thr Me 

140 145 150 

Thr Gly Leu Gin Pro Gly Thr Asp Tyr Lys Me Tyr Leu Tyr Thr 

155 160 165 

Leu Asn Asp Asn Ala Arg Ser Ser Pro Val Val Me Asp Ala Ser 

170 175 180 

Thr Ala Me Asp Ala Pro Ser Asn Leu Arg Phe Leu Ala Thr Thr 

185 190 195 

Pro Asn Ser Leu Leu Val Ser Trp Gin Pro Pro Arg Ala Arg Me 

200 205 210 

Thr Gly Tyr Me Me Lys Tyr Glu Lys Pro Gly Ser Pro Pro Arg 
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215 220 225 

Glu Val Val Pro Arg Pro Arg Pro Gly Val Thr Glu Ala Thr Me 

230 235 240 

Thr Gly Leu Glu Pro Gly Thr Glu Tyr Thr Me Tyr Val Me Ala 

245 250 255 

Leu Lys Asn Asn Gin Lys Ser Glu Pro Leu Me Gly Arg Lys Lys 

260 265 270 

Thr 



<210> 1 1 
<211> 296 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Mbronectin fragment named H-296 
<400> 11 

Ala Me Pro Ala Pro Thr Asp Leu Lys Phe Thr Gin Val Thr Pro 
15 10 15 

Thr Ser Leu Ser Ala Gin Trp Thr Pro Pro Asn Val Gin Leu Thr 

20 25 30 

Gly Tyr Arg Val Arg Val Thr Pro Lys Glu Lys Thr Gly Pro Met 

35 40 45 

Lys Glu Me Asn Leu Ala Pro Asp Ser Ser Ser Val Val Val Ser 

12/46 
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50 55 60 

Gly Leu Met Val Ala Thr Lys Tyr Glu Val Ser Val Tyr Ala Leu 

65 70 75 

Lys Asp Thr Leu Thr Ser Arg Pro Ala Gin Gly Val Val Thr Thr 

80 85 90 

Leu Glu Asn Val Ser Pro Pro Arg Arg Ala Arg Val Thr Asp Ala 

95 100 105 

Thr Glu Thr Thr Me Thr Me Ser Trp Arg Thr Lys Thr Glu Thr 

1 10 1 15 120 

Me Thr Gly Phe Gin Val Asp Ala Val Pro Ala Asn Gly Gin Thr 

125 130 135 

Pro lie Gin Arg Thr Me Lys Pro Asp Val Arg Ser Tyr Thr Me 

140 145 150 

Thr Gly Leu Gin Pro Gly Thr Asp Tyr Lys lie Tyr Leu Tyr Thr 

155 160 165 

Leu Asn Asp Asn Ala Arg Ser Ser Pro Val Val Me Asp Ala Ser 

170 175 180 

Thr Ala Me Asp Ala Pro Ser Asn Leu Arg Phe Leu Ala Thr Thr 

185 190 195 

Pro Asn Ser Leu Leu Val Ser Trp Gin Pro Pro Arg Ala Arg lie 

200 205 210 

Thr Gly Tyr Me Me Lys Tyr Glu Lys Pro Gly Ser Pro Pro Arg 

215 220 225 

Glu Val Val Pro Arg Pro Arg Pro Gly Val Thr Glu Ala Thr Me 

230 235 240 

Thr Gly Leu Glu Pro Gly Thr Glu Tyr Thr Me Tyr Val Me Ala 
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245 250 255 

Leu Lys Asn Asn Gin Lys Ser Glu Pro Leu lie Gly Arg Lys Lys 

260 265 270 

Thr Asp Glu Leu Pro Gin Leu Val Thr Leu Pro His Pro Asn Leu 

275 280 285 

His Gly Pro Glu lie Leu Asp Val Pro Ser Thr 

290 295 



<210> 12 
<211> 549 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> fibronectin fragment 
<400> 12 

Pro Thr Asp Leu Arg Phe Thr 

1 5 
Val Thr Trp Ala Pro Pro Pro 
20 

Val Arg Tyr Ser Pro Val Lys 
35 

Ser lie Ser Pro Ser Asp Asn 
50 



named CH-271 

Asn lie Gly Pro Asp Thr Met Arg 

10 15 

Ser Me Asp Leu Thr Asn Phe Leu 

25 30 

Asn Glu Glu Asp Val Ala Glu Leu 

40 45 

Ala Val Val Leu Thr Asn Leu Leu 

55 60 
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Pro Gly Thr Glu Tyr Val Val Ser Val Ser Ser Val Tyr Glu Gin 

65 70 75 

His Glu Ser Thr Pro Leu Arg Gly Arg Gin Lys Thr Gly Leu Asp 

80 85 90 

Ser Pro Thr Gly lie Asp Phe Ser Asp lie Thr Ala Asn Ser Phe 

95 100 105 

Thr Val His Trp Me Ala Pro Arg Ala Thr Me Thr Gly Tyr Arg 

HO M5 120 

Me Arg His His Pro Glu His Phe Ser Gly Arg Pro Arg Glu Asp 

125 130 135 

Arg Val Pro His Ser Arg Asn Ser Me Thr Leu Thr Asn Leu Thr 

140 145 150 

Pro Gly Thr Glu Tyr Val Val Ser Me Val Ala Leu Asn Gly Arg 

155 160 165 

Glu Glu Ser Pro Leu Leu Me Gly Gin Gin Ser Thr Val Ser Asp 

170 175 180 

Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro Thr Ser Leu 

185 190 195 

Leu Me Ser Trp Asp Ala Pro Ala Val Thr Val Arg Tyr Tyr Arg 

200 205 210 

Me Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gin Glu Phe 

215 220 225 

Thr Val Pro Gly Ser Lys Ser Thr Ala Thr Me Ser Gly Leu Lys 

230 235 240 

Pro Gly Val Asp Tyr Thr Me Thr Val Tyr Ala Val Thr Gly Arg 

245 250 255 



15/46 



WO 2005/019450 PCT/JP2004/012238 



Gly Asp Ser Pro Afa Ser Ser Lys Pro lie Ser lie Asn Tyr Arg 

260 265 270 

Thr Glu lie Asp Lys Pro Ser Met Ala Me Pro Ala Pro Thr Asp 

275 280 285 

Leu Lys Phe Thr Gin Val Thr Pro Thr Ser Leu Ser Ala Gin Trp 

290 295 300 

Thr Pro Pro Asn Val Gin Leu Thr Gly Tyr Arg Val Arg Val Thr 

305 310 315 

Pro Lys Glu Lys Thr Gly Pro Met Lys Glu Me Asn Leu Ala Pro 

320 325 330 

Asp Ser Ser Ser Val Val Val Ser Gly Leu Met Val Ala Thr Lys 

335 340 345 

Tyr Glu Val Ser Val Tyr Ala Leu Lys Asp Thr Leu Thr Ser Arg 

350 355 360 

Pro Ala Gin Gly Val Val Thr Thr Leu Glu Asn Val Ser Pro Pro 

365 370 375 

Arg Arg Ala Arg Val Thr Asp Ala Thr Glu Thr Thr lie Thr Me 

380 385 390 

Ser Trp Arg Thr Lys Thr Glu Thr Me Thr Gly Phe Gin Val Asp 

395 400 405 

Ala Val Pro Ala Asn Gly Gin Thr Pro Me Gin Arg Thr Me Lys 

410 415 420 

Pro Asp Val Arg Ser Tyr Thr Me Thr Gly Leu Gin Pro Gly Thr 

425 430 435 

Asp Tyr Lys lie Tyr Leu Tyr Thr Leu Asn Asp Asn Ala Arg Ser 

440 445 450 
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Ser Pro Val Val lie Asp Ala Ser Thr Ala lie Asp Ala Pro Ser 

455 460 465 

Asn Leu Arg Phe Leu Ala Thr Thr Pro Asn Ser Leu Leu Val Ser 

470 475 480 

Trp Gin Pro Pro Arg Ala Arg Me Thr Gly Tyr lie Me Lys Tyr 

485 490 495 

Glu Lys Pro Gly Ser Pro Pro Arg Glu Val Val Pro Arg Pro Arg 

500 505 510 

Pro Gly Val Thr Glu Ala Thr Me Thr Gly Leu Glu Pro Gly Thr 

515 520 525 

Glu Tyr Thr Me Tyr Val lie Ala Leu Lys Asn Asn Gin Lys Ser 

530 535 540 

Glu Pro Leu Me Gly Arg Lys Lys Thr 

545 



<210> 13 
<211> 574 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> fibronectin fragment named CH-296 
<400> 13 

Pro Thr Asp Leu Arg Phe Thr Asn Me Gly Pro Asp Thr Met Arg 

17/46 
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1 

Val Thr Trp Ala 



Val Arg Tyr Ser 



Ser Me Ser Pro 
Pro Gly Thr Glu 



His Glu Ser Thr 



Ser Pro Thr Gly 



Thr Val His Trp 



Me Arg His His 



Arg Val Pro His 



Pro Gly Thr Glu 



Glu Glu Ser Pro 



Val Pro Arg Asp 



Leu I le Ser Trp 
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5 10 15 

Pro Pro Pro Ser Me Asp Leu Thr Asn Phe Leu 

20 25 30 

Pro Val Lys Asn Glu Glu Asp Val Ala Glu Leu 

35 40 45 

Ser Asp Asn Ala Val Val Leu Thr Asn Leu Leu 

50 55 60 

Tyr Val Val Ser Val Ser Ser Val Tyr Glu Gin 

65 70 75 

Pro Leu Arg Gly Arg Gin Lys Thr Gly Leu Asp 

80 85 90 

Me Asp Phe Ser Asp Me Thr Ala Asn Ser Phe 

95 100 105 

Me Ala Pro Arg Ala Thr Me Thr Gly Tyr Arg 

110 115 120 

Pro Giu His Phe Ser Gly Arg Pro Arg Glu Asp 

125 130 135 

Ser Arg Asn Ser Me Thr Leu Thr Asn Leu Thr 

140 145 150 

Tyr Val Val Ser Me Val Ala Leu Asn Gly Arg 

155 160 165 

Leu Leu Me Gly Gin Gin Ser Thr Val Ser Asp 

170 175 180 

Leu Glu Val Val Ala Ala Thr Pro Thr Ser Leu 

185 190 195 

Asp Ala Pro Ala Val Thr Val Arg Tyr Tyr Arg 
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200 205 210 

Me Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gin Glu Phe 

215 220 225 

Thr Val Pro Gly Ser Lys Ser Thr Ala Thr Me Ser Gly Leu Lys 

230 235 240 

Pro Gly Val Asp Tyr Thr Me Thr Val Tyr Ala Val Thr Gly Arg 

245 250 255 

Gly Asp Ser Pro Ala Ser Ser Lys Pro Me Ser Me Asn Tyr Arg 

260 265 270 

Thr Glu Me Asp Lys Pro Ser Met Ala Me Pro Ala Pro Thr Asp 

275 280 285 

Leu Lys Phe Thr Gin Val Thr Pro Thr Ser Leu Ser Ala Gin Trp 

290 295 300 

Thr Pro Pro Asn Val Gin Leu Thr Gly Tyr Arg Val Arg Val Thr 

305 310 315 

Pro Lys Glu Lys Thr Gly Pro Met Lys Glu Me Asn Leu Ala Pro 

320 325 330 

Asp Ser Ser Ser Val Val Val Ser Gly Leu Met Val Ala Thr Lys 

335 340 345 

Tyr Glu Val Ser Val Tyr Ala Leu Lys Asp Thr Leu Thr Ser Arg 

350 355 360 

Pro Ala Gin Gly Val Val Thr Thr Leu Glu Asn Val Ser Pro Pro 

365 370 375 

Arg Arg Ala Arg Val Thr Asp Ala Thr Glu Thr Thr Me Thr Me 

380 385 390 

Ser Trp Arg Thr Lys Thr Glu Thr Me Thr Gly Phe Gin Val Asp 
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395 400 405 

Ala Val Pro Ala Asn Gly Gin Thr Pro Me Gin Arg Thr Me Lys 

410 415 420 

Pro Asp Val Arg Ser Tyr Thr Me Thr Gly Leu Gin Pro Gly Thr 

425 430 435 

Asp Tyr Lys Me Tyr Leu Tyr Thr Leu Asn Asp Asn Ala Arg Ser 

440 445 450 

Ser Pro Val Val Me Asp Ala Ser Thr Ala Me Asp Ala Pro Ser 

455 460 465 

Asn Leu Arg Phe Leu Ala Thr Thr Pro Asn Ser Leu Leu Val Ser 

470 475 480 

Trp Gin Pro Pro Arg Ala Arg Me Thr Gly Tyr Me Me Lys Tyr 

485 490 495 

Glu Lys Pro Gly Ser Pro Pro Arg Glu Val Val Pro Arg Pro Arg 

500 505 510 

Pro Gly Val Thr Glu Ala Thr Me Thr Gly Leu Glu Pro Gly Thr 

515 520 525 

Glu Tyr Thr Me Tyr Val Me Ala Leu Lys Asn Asn Gin Lys Ser 

530 535 540 

Glu Pro Leu Me Gly Arg Lys Lys Thr Asp Glu Leu Pro Gin Leu 

545 550 555 

Val Thr Leu Pro His Pro Asn Leu His Gly Pro Glu lie Leu Asp 

560 565 570 

Val Pro Ser Thr 



2 0/46 
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<210> 14 
<211> 302 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> fibronectin fragment named C-CS1 
<400> 14 

Pro Thr Asp Leu Arg Phe Thr Asn Me Gly Pro Asp Thr Met Arg 
1 5 10 15 

Val Thr Trp Ala Pro Pro Pro Ser lie Asp Leu Thr Asn Phe Leu 

20 25 30 

Val Arg Tyr Ser Pro Val Lys Asn Glu Glu Asp Val Ala Glu Leu 

35 40 45 

Ser Me Ser Pro Ser Asp Asn Ala Val Val Leu Thr Asn Leu Leu 

50 55 60 

Pro Gly Thr Glu Tyr Val Val Ser Val Ser Ser Val Tyr Glu Gin 

65 70 75 

His Glu Ser Thr Pro Leu Arg Gly Arg Gin Lys Thr Gly Leu Asp 

80 85 90 

Ser Pro Thr Gly lie Asp Phe Ser Asp Me Thr Ala Asn Ser Phe 

95 100 105 

Thr Val His Trp lie Ala Pro Arg Ala Thr Me Thr Gly Tyr Arg 
110 115 120 

Me Arg His His Pro Glu His Phe Ser Gly Arg Pro Arg Glu Asp 
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125 130 135 

Arg Val Pro His Ser Arg Asn Ser Me Thr Leu Thr Asn Leu Thr 

140 145 150 

Pro Gly Thr Glu Tyr Val Val Ser lie Val Ala Leu Asn Gly Arg 

155 160 165 

Glu Glu Ser Pro Leu Leu lie Gly Gin Gin Ser Thr Val Ser Asp 

170 175 180 

Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro Thr Ser Leu 

185 190 195 

Leu Me Ser Trp Asp Ala Pro Ala Val Thr Val Arg Tyr Tyr Arg 

200 205 210 

Me Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gin Glu Phe 

215 220 225 

Thr Val Pro Gly Ser Lys Ser Thr Ala Thr Me Ser Gly Leu Lys 

230 235 240 

Pro Gly Val Asp Tyr Thr Me Thr Val Tyr Ala Val Thr Gly Arg 

245 250 255 

Gly Asp Ser Pro Ala Ser Ser Lys Pro Me Ser Me Asn Tyr Arg 

260 265 270 

Thr Glu Me Asp Lys Pro Ser Asp Glu Leu Pro Gin Leu Val Thr 

275 280 285 

Leu Pro His Pro Asn Leu His Gly Pro Glu lie Leu Asp Val Pro 

290 295 300 

Ser Thr 



2 2/46 
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<210> 15 
<211> 367 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> fibronectin fragment named CHV-89 



<400> 15 

Pro Thr Asp Leu Arg Phe Thr Asn Me Gly Pro Asp Thr Met Arg 

1 5 10 15 

Val Thr Trp Ala Pro Pro Pro Ser Me Asp Leu Thr Asn Phe Leu 

20 25 30 

Val Arg Tyr Ser Pro Val Lys Asn Glu Glu Asp Val Ala Glu Leu 

35 40 45 

Ser lie Ser Pro Ser Asp Asn Ala Val Val Leu Thr Asn Leu Leu 

50 55 60 

Pro Gly Thr Glu Tyr Val Val Ser Val Ser Ser Val Tyr Glu Gin 

65 70 75 

His Glu Ser Thr Pro Leu Arg Gly Arg Gin Lys Thr Gly Leu Asp 

80 85 90 

Ser Pro Thr Gly lie Asp Phe Ser Asp Me Thr Ala Asn Ser Phe 

95 100 105 

Thr Val His Trp Me Ala Pro Arg Ala Thr Me Thr Gly Tyr Arg 

110 M5 120 

Me Arg His His Pro Glu His Phe Ser Gly Arg Pro Arg Glu Asp 

2 3/46 
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125 130 135 

Arg Val Pro His Ser Arg Asn Ser lie Thr Leu Thr Asn Leu Thr 

140 145 150 

Pro Gly Thr Glu Tyr Val Val Ser lie Vat Ala Leu Asn Gly Arg 

155 160 165 

Glu Glu Ser Pro Leu Leu Me Gly Gin Gin Ser Thr Val Ser Asp 

170 175 180 

Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro Thr Ser Leu 

185 190 195 

Leu Me Ser Trp Asp Ala Pro Ala Val Thr Val Arg Tyr Tyr Arg 

200 205 210 

lie Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gin Glu Phe 

215 220 225 

Thr Val Pro Gly Ser Lys Ser Thr Ala Thr lie Ser Gly Leu Lys 

230 235 240 

Pro Gly Val Asp Tyr Thr Me Thr Val Tyr Ala Val Thr Gly Arg 

245 250 255 

Gly Asp Ser Pro Ala Ser Ser Lys Pro Me Ser Me Asn Tyr Arg 

260 265 270 

Thr Glu Me Asp Lys Pro Ser Met Asn Val Ser Pro Pro Arg Arg 

275 280 285 

Ala Arg Val Thr Asp Ala Thr Glu Thr Thr Me Thr Me Ser Trp 

290 295 300 

Arg Thr Lys Thr Glu Thr Me Thr Gly. Phe Gin Val Asp Ala Val 

305 310 315 

Pro Ala Asn Gly Gin Thr Pro Me Gin Arg Thr Me Lys Pro Asp 
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320 325 330 

Val Arg Ser Tyr Thr Me Thr Gly Leu Gin Pro Gly Thr Asp Tyr 

335 340 345 

Lys lie Tyr Leu Tyr Thr Leu Asn Asp Asn Ala Arg Ser Ser Pro 

350 355 360 

Val Val I !e Asp Ala Ser Thr 

365 



S 



<210> 16 
<211> 368 
<212> PRT 

<2 1 3> Artificial Sequence 
<220> 

<223> fibronectin fragment named CHV-90 



<400> 16 

Pro Thr Asp Leu Arg Phe Thr Asn lie Gly Pro Asp Thr Met Arg 

1 5 10 15 

Val Thr Trp Ala Pro Pro Pro Ser lie Asp Leu Thr Asn Phe Leu 

20 25 30 

Val Arg Tyr Ser Pro Val Lys Asn Glu Glu Asp Val Ala Glu Leu 

35 . 40 45 

Ser Me Ser Pro Ser Asp Asn Ala Val Val Leu Thr Asn Leu Leu 

50 55 60 
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Pro Gly Thr Glu Tyr Val Val Ser Val Ser Ser Val Tyr Glu Gin 

65 70 75 

His Glu Ser Thr Pro Leu Arg Gly Arg Gin Lys Thr Gly Leu Asp 

80 85 90 

Ser Pro Thr Gly Me Asp Phe Ser Asp Me Thr Ala Asn Ser Phe 

95 100 105 

Thr Val His Trp Me Ala Pro Arg Ala Thr Me Thr Gly Tyr Arg 

110 115 120 

lie Arg His His Pro Glu His Phe Ser Gly Arg Pro Arg Glu Asp 

125 130 135 

Arg Val Pro His Ser Arg Asn Ser Me Thr Leu Thr Asn Leu Thr 

140 145 150 

Pro Gly Thr Glu Tyr Val Val Ser Me Val Ala Leu Asn Gly Arg 

155 160 165 

Glu Glii Ser Pro Leu Leu Me Gly Gin Gin Ser Thr Val Ser Asp 

170 175 180 

Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro Thr Ser Leu 

185 190 195 

Leu lie Ser Trp Asp Ala Pro Ala Val Thr Val Arg Tyr Tyr Arg 

200 205 210 

Me Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gin Glu Phe 

215 220 225 

Thr Val Pro Gly Ser Lys Ser Thr Ala Thr lie Ser Gly Leu Lys 

230 235 240 

Pro Gly Val Asp Tyr Thr Me Thr Val Tyr Ala Val Thr Gly Arg 

245 250 255 
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Giy Asp Ser Pro Ala Ser Ser Lys Pro lie Ser lie Asn Tyr Arg 

260 265 270 

Thr Glu lie Asp Lys Pro Ser Met Ala lie Asp Ala Pro Ser Asn 

275 280 285 

Leu Arg Phe Leu Ala Thr Thr Pro Asn Ser Leu Leu Val Ser Trp 

290 295 300 

Gin Pro Pro Arg Ala Arg Me Thr Gly Tyr lie lie Lys Tyr Glu 

305 310 315 

Lys Pro Gly Ser Pro Pro Arg Glu Val Val Pro Arg Pro Arg Pro 

320 325 330 

Gly Val Thr Glu Ala Thr lie Thr Gly Leu Glu Pro Gly Thr Glu 

335 340 345 

Tyr Thr He Tyr Val lie Ala Leu Lys Asn Asn Gin Lys Ser Glu 

350 355 360 
Pro Leu lie Gly Arg Lys Lys Thr 

365 



<210> 17 
<211> 370 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> fibronectin fragment named CHV-92 

2 7/46 
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<400> 17 

Pro Thr Asp Leu 
1 

Val Thr Trp Ala 

Val Arg Tyr Ser 

Ser I le Ser Pro 

Pro Gly Thr Glu 

His Glu Ser Thr 

Ser Pro Thr Gly 

Thr Val His Trp 

I le Arg His His 

Arg Val Pro His 

Pro Gly Thr Glu 

Glu Glu Ser Pro 

Val Pro Arg Asp 
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Arg Phe Thr Asn lie Gly Pro Asp Thr Met Arg 
5 10 15 

Pro Pro Pro Ser He Asp Leu Thr Asn Phe Leu 

20 25 30 

Pro Val Lys Asn Glu Glu Asp Val Ala Glu Leu 

35 40 45 

Ser Asp Asn Ala Val Val Leu Thr Asn Leu Leu 

50 55 60 

Tyr Val Val Ser Val Ser Ser Val Tyr Glu Gin 

65 70 75 

Pro Leu Arg Gly Arg Gin Lys Thr Gly Leu Asp 

80 85 90 

Me Asp Phe Ser Asp Me Thr Ala Asn Ser Phe 

95 100 105 

Me Ala Pro Arg Ala Thr Me Thr Gly Tyr Arg 
110 115 120 

Pro Glu His Phe Ser Gly Arg Pro Arg Glu Asp 
125 130 135 

Ser Arg Asn Ser Me Thr Leu Thr Asn Leu Thr 
140 145 150 

Tyr Val Val Ser Me Val Ala Leu Asn Gly Arg 
155 160 165 

Leu Leu Me Gly Gin Gin Ser Thr Val Ser Asp 
170 175 180 

Leu Glu Val Val Ala Ala Thr Pro Thr Ser Leu 
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185 190 195 

Leu lie Ser Trp Asp Ala Pro Ala Val Thr Val Arg Tyr Tyr Arg 

200 205 210 

Me Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gin Glu Phe 

215 220 225 

Thr Val Pro Gly Ser Lys Ser Thr Ala Thr lie Ser Gly Leu Lys 

230 235 240 

Pro Gly Val Asp Tyr Thr lie Thr Val Tyr Ala Val Thr Gly Arg 

245 250 255 

( 

Gly Asp Ser Pro Ala Ser Ser Lys Pro Me Ser Me Asn Tyr Arg 

260 265 270 

Thr Glu Me Asp Lys Pro Ser Met Ala Me Pro Ala Pro Thr Asp 

275 280 285 

Leu Lys Phe Thr Gin Val Thr Pro Thr Ser Leu Ser Ala Gin Trp 

290 295 300 

Thr Pro Pro Asn Val Gin Leu Thr Gly Tyr Arg Val Arg Val Thr 

305 310 315 

Pro Lys Glu Lys Thr Gly Pro Met Lys Glu Me Asn Leu Ala Pro 

320 325 330 

Asp Ser Ser Ser Val Val Val Ser Gly Leu Met Val Ala Thr Lys 

335 340 345 

Tyr Glu Val Ser Val Tyr Ala Leu Lys Asp Thr Leu Thr Ser Arg 

350 355 360 

Pro Ala Gin Gly Val Val Thr Thr Leu Glu 

365 370 
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<210> 18 
<211> 457 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> fibronectin fragment named CHV-179 
<400> 18 

Pro Thr Asp Leu Arg Phe Thr Asn Me Gly Pro Asp Thr Met Arg 

1 5 10 15 

Val Thr Trp Ala Pro Pro Pro Ser Me Asp Leu Thr Asn Phe Leu 

20 25 30 

Val Arg Tyr Ser Pro Val Lys Asn Glu Glu Asp Val Ala Glu Leu 

35 40 45 

Ser Me Ser Pro Ser Asp Asn Ala Val Val Leu Thr Asn Leu Leu 

50 55 60 

Pro Gly Thr Glu Tyr Val Val Ser Val Ser Ser Val Tyr Glu Gin 

65 70 75 

His Glu Ser Thr Pro Leu Arg Gly Arg Gin Lys Thr Gly Leu Asp 

80 85 90 

Ser Pro Thr Gly Me Asp Phe Ser Asp Me Thr Ala Asn Ser Phe 

95 100 105 

Thr Val His Trp Me Ala Pro Arg Ala Thr Me Thr Gly Tyr Arg 

110 115 120 



3 0/46 



WO 2005/019450 



PCT/JP2004/012238 



lie Arg His His Pro Glu His Phe Ser Gly Arg Pro Arg Glu Asp 

125 130 135 

Arg Val Pro His Ser Arg Asn Ser Me Thr Leu Thr Asn Leu Thr 

140 145 150 

Pro Gly Thr Glu Tyr Val Val Ser lie Val Ala Leu Asn Gly Arg 

155 160 165 

Glu Glu Ser Pro Leu Leu Me Gly Gin Gin Ser Thr Vai Ser Asp 

170 175 180 

Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro Thr Ser Leu 

185 190 195 

Leu Me Ser Trp Asp Ala Pro Ala Val Thr Val Arg Tyr Tyr Arg 

200 205 210 

Me Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gin Glu Phe 

215 220 225 

Thr Val Pro Gly Ser Lys Ser Thr Ala Thr Me Ser Gly Leu Lys 

230 235 240 

Pro Gly Val Asp Tyr Thr Me Thr Val Tyr Ala Val Thr Gly Arg 

245 250 255 

Gly Asp Ser Pro Ala Ser Ser Lys Pro He Ser He Asn Tyr Arg 

260 265 270 

Thr Glu Me Asp Lys Pro Ser Met Asn Val Ser Pro Pro Arg Arg 

275 280 285 

Ala Arg Val Thr Asp Ala Thr Glu Thr Thr Me Thr Me Ser Trp 

290 295 300 

Arg Thr Lys Thr Glu Thr Me Thr Gly Phe Gin Val Asp Ala Val 

305 310 315 
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Pro Ala Asn Gly Gin Thr Pro Me Gin Arg Thr Me Lys Pro Asp 

320 325 330 

Val Arg Ser Tyr Thr Me Thr Gly Leu Gin Pro Gly Thr Asp Tyr 

335 340 345 

Lys Me Tyr Leu Tyr Thr Leu Asn Asp Asn Ala Arg Ser Ser Pro 

350 355 360 

Val Val Me Asp Ala Ser Thr Ala Me Asp Ala Pro Ser Asn Leu 

365 370 375 

Arg Phe Leu Ala Thr Thr Pro Asn Ser Leu Leu Val Ser Trp Gin 

380 385 390 

Pro Pro Arg Ala Arg Me Thr Gly Tyr Me lie Lys Tyr Glu Lys 

395 400 405 

Pro Gly Ser Pro Pro Arg Glu Val Val Pro Arg Pro Arg Pro Gly 

410 415 420 

Val Thr Glu Ala Thr Me Thr Gly Leu Glu Pro Gly Thr Glu Tyr 

425 430 435 

Thr Me Tyr Val Me Ala Leu Lys Asn Asn Gin Lys Ser Glu Pro 

440 445 450 
Leu Me Gly Arg Lys Lys Thr 

455 



<210> 19 
<211> 459 
<212> PRT 

<213> Artificial Sequence 
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<220> 

<223> fibronectin fragment named CHV-181 
<400> 19 

Pro Thr Asp Leu Arg Phe Thr Asn Me Gly Pro Asp Thr Met Arg 

1 5 10 15 

Val Thr Trp Ala Pro Pro Pro Ser lie Asp Leu Thr Asn Phe Leu 

20 25 30 

Val Arg Tyr Ser Pro Val Lys Asn Glu Glu Asp Val Ala G I u Leu 

35 40 45 

Ser lie Ser Pro Ser Asp Asn Ala Val Val Leu Thr Asn Leu Leu 

50 55 60 

Pro Gly Thr Glu Tyr Val Val Ser Val Ser Ser Val Tyr Glu Gin 

65 70 75 

His Glu Ser Thr Pro Leu Arg Gly Arg Gin Lys Thr Gly Leu Asp 

80 85 . 90 

Ser Pro Thr Gly Me Asp Phe Ser Asp Me Thr Ala Asn Ser Phe 

95 100 105 

Thr Val His Trp Me Ala Pro Arg Ala Thr Me Thr Gly Tyr Arg 

MO 115 120 

I le Arg His His Pro Glu His Phe Ser Gly Arg Pro Arg Glu Asp 

125 130 135 

Arg Val Pro His Ser Arg Asn Ser Me Thr Leu Thr Asn Leu Thr 

140 145 150 

Pro Gly Thr Glu Tyr Val Val Ser Me Val Ala Leu Asn Gly Arg 
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155 160 165 

Glu Glu Ser Pro Leu Leu Me Gly Gin Gin Ser Thr Val Ser Asp 

170 175 180 

Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro Thr Ser Leu 

185 190 195 

Leu lie Ser Trp Asp Ala Pro Ala Val Thr Val Arg Tyr Tyr Arg 

200 205 210 

lie Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gin Glu Phe 

215 220 225 

Thr Val Pro Gly Ser Lys Ser Thr Ala Thr lie Ser Gly Leu Lys 

230 235 240 

Pro Gly Val Asp Tyr Thr lie Thr Val Tyr Ala Val Thr Gly Arg 

245 250 255 

Gly Asp Ser Pro Ala Ser Ser Lys Pro lie Ser lie Asn Tyr Arg 

260 265 270 

Thr Glu lie Asp Lys Pro Ser Met Ala Me Pro Ala Pro Thr Asp 

275 280 285 

Leu Lys Phe Thr Gin Val Thr Pro Thr Ser Leu Ser Ala Gin Trp 

290 295 300 

Thr Pro Pro Asn Val Gin Leu Thr Gly Tyr Arg Val Arg Val Thr 

305 310 315 

Pro Lys Glu Lys Thr Gly Pro Met Lys Glu Me Asn Leu Ala Pro 

320 325 330 

Asp Ser Ser Ser Val Val Val Ser Gly Leu Met Val Ala Thr Lys 

335 340 345 

Tyr Glu Val Ser Val Tyr Ala Leu Lys Asp Thr Leu Thr Ser Arg 
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350 355 360 

Pro Ala Gin Gly Val Val Thr Thr Leu Glu Asn Val Ser Pro Pro 

365 370 375 

Arg Arg Ala Arg Val Thr Asp Ala Thr Glu Thr Thr lie Thr lie 

380 385 390 

Ser Trp Arg Thr Lys Thr Glu Thr Me Thr Gly Phe Gin Val Asp 

395 400 405 

Ala Val Pro Ala Asn Gly Gin Thr Pro Me Gin Arg Thr Me Lys 

410 415 420 

Pro Asp Val Arg Ser Tyr Thr Me Thr Gly Leu Gin Pro Gly Thr 

425 430 435 

Asp Tyr Lys Me Tyr Leu Tyr Thr Leu Asn Asp Asn Ala Arg Ser 

440 445 450 

Ser Pro Val Val Me Asp Ala Ser Thr 

455 



<210> 20 
<211> 276 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> fibronectin fragment named H-275-Cys 
<400> 20 
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Met Ala Ala Ser Ala lie Pro Ala Pro Thr Asp Leu Lys Phe Thr 

1 5 10 15 

Gin Val Thr Pro Thr Ser Leu Ser Ala Gin Trp Thr Pro Pro Asn 

20 25 30 

Val Gin Leu Thr Gly Tyr Arg Val Arg Val Thr Pro Lys Glu Lys 

35 40 45 

Thr Gly Pro Met Lys Glu lie Asn Leu Ala Pro Asp Ser Ser Ser 

50 55 60 

Val Val Val Ser Gly Leu Met Val Ala Thr Lys Tyr Glu Val Ser 

65 70 75 

Val Tyr Ala Leu Lys Asp Thr Leu Thr Ser Arg Pro Ala Gin Gly 

80 85 90 

Val Val Thr Thr Leu Glu Asn Val Ser Pro Pro Arg Arg Ala Arg 

95 100 105 

Val Thr Asp Ala Thr Glu Thr Thr lie Thr Me Ser Trp Arg Thr 

110 115 120 

Lys Thr Glu Thr Me Thr Gly Phe Gin Val Asp Ala Val Pro Ala 

125 130 135 

Asn Gly Gin Thr Pro Me Gin Arg Thr lie Lys Pro Asp Val Arg 

140 145 150 

Ser Tyr Thr Me Thr Gly Leu Gin Pro Gly Thr Asp Tyr Lys lie 

155 160 165 

Tyr Leu Tyr Thr Leu Asn Asp Asn Ala Arg Ser Ser Pro Val Val 

170 175 180 

Me Asp Ala Ser Thr Ala Me Asp Ala Pro Ser Asn Leu Arg Phe 

185 190 195 
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Leu Ala Thr Thr Pro Asn Ser Leu Leu Val Ser Trp Gin Pro Pro 

200 205 210 

Arg Ala Arg lie Thr Gly Tyr Me Me Lys Tyr Glu Lys Pro Gly 

215 220 225 

Ser Pro Pro Arg Glu Val Val Pro Arg Pro Arg Pro Gly Val Thr 

230 235 240 

Glu Ala Thr Me Thr Gly Leu Glu Pro Gly Thr Glu Tyr Thr Me 

245 250 255 

Tyr Val Me Ala Leu Lys Asn Asn Gin Lys Ser Glu Pro Leu Me 

260 265 270 

Gly Arg Lys Lys Thr Cys 

275 



<210> 21 
<211> 38 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 12S 
<400> 21 

aaaccatggc agctagcgct attcctgcac caactgac 38 
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<210> 22 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 14A 
<400> 22 

aaaggatccc taactagtct ttttccttcc aatcag 36 



<210> 23 
<211> 40 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> primer Cys-A 
<400> 23 

aaaagcggcc gctagcgcaa gccatggtct gtttcctgtg 40 

<210> 24 
<211> 41 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer Cys-S 
<400> 24 

aaaagcggcc gcactagtgc atagggatcc ggctgagcaa c 41 

<210> 25 
<211> 658 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> fibronectin fragment named CH-296Na 
<400> 25 

Met Pro Thr Asp Leu Arg Phe Thr Asn Me Gly Pro Asp Thr Met Arg 

15 10 15 

Val Thr Trp Ala Pro Pro Pro Ser lie Asp Leu Thr Asn Phe Leu Val 

20 25 30 

Arg Tyr Ser Pro Val Lys Asn Glu Glu Asp Val Ala Glu Leu Ser lie 

35 40 45 

Ser Pro Ser Asp Asn Ala Val Val Leu Thr Asn Leu Leu Pro Gly Thr 
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50 55 60 

Glu Tyr Val Val Ser Val Ser Ser Val Tyr Glu Gin His Glu Ser Thr 
65 70 75 80 

Pro Leu Arg Giy Arg Gin Lys Thr Gly Leu Asp Ser Pro Thr Gly lie 

85 90 95 

Asp Phe Ser Asp lie Thr Ala Asn Ser Phe Thr Val His Trp Me Ala 

100 105 110 

Pro Arg Ala Thr He Thr Gly Tyr Arg lie Arg His His Pro Glu His 

115 120 125 

Phe Ser Gly Arg Pro Arg Glu Asp Arg Val Pro His Ser Arg Asn Ser 

130 135 140 

Me Thr Leu Thr Asn Leu Thr Pro Gly Thr Glu Tyr Val Val Ser Me 
145 150 155 160 

Val Ala Leu Asn Gly Arg Glu Glu Ser Pro Leu Leu Me Gly Gin Gin 

165 170 175 

Ser Thr Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr 

180 185 190 

Pro Thr Ser Leu Leu Me Ser Trp Asp Ala Pro Ala Val Thr Val Arg 

195 200 205 

Tyr Tyr Arg Me Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gin 

210 215 220 

Glu Phe Thr Val Pro Gly Ser Lys Ser Thr Ala Thr Me Ser Gly Leu 
225 230 235 240 

Lys Pro Gly Val Asp Tyr Thr Me Thr Val Tyr Ala Val Thr Gly Arg 

245 250 255 

Gly Asp Ser Pro Ala Ser Ser Lys Pro Me Ser Me Asn Tyr Arg Thr 
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260 265 270 

G I u Me Asp Lys Pro Ser Gin Met Gin Val Thr Asp Val Gin Asp Asn 

275 280 285 

Ser lie Ser Val Lys Trp Leu Pro Ser Ser Ser Pro Val Thr Gly Tyr 

290 295 300 

Arg Val Thr Thr Thr Pro Lys Asn Gly Pro Gly Pro Thr Lys Thr Lys 
305 310 315 320 

Thr Ala Gly Pro Asp Gin Thr Glu Met Thr lie Glu Gly Leu Gin Pro 

325 330 335 

Thr Val Glu Tyr Val Val Ser Val Tyr Ala Gin Asn Pro Ser Gly Glu 

340 345 350 

Ser Gin Pro Leu Val Gin Thr Ala Val Thr Ala Me Pro Ala Pro Thr 

355 360 365 

Asp Leu Lys Phe Thr Gin Val Thr Pro Thr Ser Leu Ser Ala Gin Trp 

370 375 380 

Thr Pro Pro Asn Val Gin Leu Thr Gly Tyr Arg Val Arg Val Thr Pro 
385 390 395 400 

Lys Glu Lys Thr Gly Pro Met Lys Glu Me Asn Leu Ala Pro Asp Ser 

405 410 415 

Ser Ser Val Val Val Ser Gly Leu Met Val Ala Thr Lys Tyr Glu Val 

420 425 430 

Ser Val Tyr Ala Leu Lys Asp Thr Leu Thr Ser Arg Pro Ala Gin Gly 

435 440 445 

Val Val Thr Thr Leu Glu Asn Val Ser Pro Pro Arg Arg Ala Arg Val 

450 455 460 

Thr Asp Ala Thr Glu Thr Thr Me Thr Me Ser Trp Arg Thr Lys Thr 



4 1/4 6 



WO 2005/019450 



PCT/JP2004/012238 



465 470 475 480 

Glu Thr Me Thr Gly Phe Gin Val Asp Ala Val Pro Ala Asn Giy Gin 

485 490 495 

Thr Pro Me Gin Arg Thr Me Lys Pro Asp Val Arg Ser Tyr Thr Me 

500 505 510 

Thr Gly Leu Gin Pro Gly Thr Asp Tyr Lys Me Tyr Leu Tyr Thr Leu 

515 520 525 

Asn Asp Asn Ala Arg Ser Ser Pro Val Val Me Asp Ala Ser Thr Ala 

530 535 540 

Me Asp Ala Pro Ser Asn Leu Arg Phe Leu Ala Thr Thr Pro Asn Ser 
545 550 555 560 

Leu Leu Val Ser Trp Gin Pro Pro Arg Ala Arg Me Thr Gly Tyr Me 

565 570 575 

Me Lys Tyr Glu Lys Pro Gly Ser Pro Pro Arg Glu Val Val Pro Arg 

580 585 590 

Pro Arg Pro Gly Val Thr Glu Ala Thr Me Thr Gly Leu Glu Pro Gly 

595 600 605 

Thr Glu Tyr Thr Me Tyr Val Me Ala Leu Lys Asn Asn Gin Lys Ser 

610 615 620 

Glu Pro Leu Me Gly Arg Lys Lys Thr Asp Glu Leu Pro Gin Leu Val 
625 630 635 640 

Thr Leu Pro His Pro Asn Leu His Gly Pro Glu Me Leu Asp Val Pro 
645 650 655 

Ser Thr 
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<210> 26 
<211> 1989 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> polynuleot ide coding CH-296Na 



<400> 26 



catatgccca 


c tgacc tgcg 


at tcaccaac 


attggtccag 


acaccatgcg 


tgtcacctgg 


60 


gc tccacccc 


catccat tga 


tt taaccaac 


t tcctggtgc 


gt tactcgcc 


tgtgaaaaat 


120 


gaggaagatg 


t tgcagagt t 


gtcaatt tct 


cct tcagaca 


atgcagtggt 


ct taacaaat 


180 


c tcctgcc tg 


gtacagaata 


tgt agtgagt 


gtctccagtg 


tctacgaaca 


acatgagagc 


240 


acacctct ta 


gaggaagaca 


gaaaacaggt 


ct tgat tccc 


caactggcat 


tgacttttct 


300 


gatat tactg 


ccaac tct tt 


tac tgtgcac 


tggattgetc 


c tcgagccac 


catcactggc 


360 


tacaggatcc 


gccatcatcc 


cgagcact tc 


agtgggagac 


c tcgagaaga 


tcgggtgccc 


420 


cactc tcgga 


at tccatcac 


cc tcaccaac 


c tcactccag 


gcacagagta 


tgtggtcagc 


480 


atcgt tgctc 


t taatggcag 


agaggaaagt 


ccc t tat tga 


t tggecaaca 


atcaacagt t 


540 


tctgatgttc 


cgagggacct 


ggaagt tgt t 


gctgcgaccc 


ccaccagcct 


actgat cage 


600 


tggga tgctc 


ctgctgtcac 


agtgaga tat 


tacaggatca 


c t tacggaga 


aacaggagga 


660 


aatagccctg 


tccaggagt t 


cactgtgcct 


gggagcaagt 


c tacagctac 


ca teagegge 


720 


ct taaacctg 


gagt tgat ta 


taccatcact 


gtgtatgctg 


tcac tggccg 


tggagacagc 


780 


cccgcaagca 


gcaagccaat 


t tccat taat 


taccgaacag 


aaat tgacaa 


accatcccag 


840 


atgcaagtga 


ccgatgt tea 


ggacaacagc 


at tagtgtca 


agtggctgcc 


t tcaagttcc 


900 


cctgt tactg 


gt tacagagt 


aaccaccact 


cccaaaaatg 


gaccaggacc 


aacaaaaact 


960 
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aaaac tgcag 


gtccagatca 


aacagaaatg 


actattgaag 


get tgeagee 


cacagtggag 


1020 


tatgtggt ta 


gtgtc tatgc 


tcagaatcca 


ageggagaga 


gtcagcctc t 


ggt tcagac t 


1080 


gcagtaaccg 


c tat tcctgc 


accaac tgac 


ctgaagt tea 


ctcaggtcac 


acccacaagc 


1140 


c tgagcgccc 


agtggacacc 


acccaatgt t 


cagctcactg 


gata tcgagt 


gcgggtgacc 


1200 


cccaaggaga 


agaccggacc 


aatgaaagaa 


atcaacct tg 


c tec tgacag 


ctcatccgtg . 


1260 


gt tgtatcag 


gact tatggt 


ggccaccaaa 


tatgaagtga 


gtgtctatgc 


tct taaggac 


1320 


act ttgacaa 


gcagaccagc 


tcagggtgtt 


gtcaccac tc 


tggagaatgt 


cageccacca 


1380 


agaagggc tc 


gtgtgacaga 


tgctactgag 


accaccatca 


ccat tagctg 


gagaaccaag 


1440 


actgagacga 


tcac tggc t t 


ccaagt tgat 


geegt tccag 


ccaatggcca 


gac tccaatc 


1500 


cagagaacca 


tcaagccaga 


tgtcagaagc 


tacaccat ta 


caggt t taca 


accaggcact 


1560 


gactacaaga 


tctacctgta 


cacct tgaat 


gaeaatge tc 


ggagctcccc 


tgtggtcatc 


1620 


gacgcctcca 


ctgccat tga 


tgcaccatcc 


aacc tgcgtt 


tcctggccac 


cacacccaat 


1680 


tcct tgctgg 


tatcatggca 


gccgccacgt 


gecaggatta 


ccggctacat 


catcaagtat 


1740 


gagaagcctg ggtctcctcc 


cagagaagtg gtccctcggc 


cecgccctgg 


tgtcaeagag 


1800 


gctactatta 


ctggcc tgga 


accgggaacc 


gaatatacaa 


tttatgtcat 


tgecctgaag 


1860 


aataatcaga 


agagcgagcc 


cctgat tgga 


aggaaaaaga 


cagacgagct 


tccccaactg 


1920 


gtaaccct tc 


cacaccccaa 


tc t tea tgga 


ccagagatct 


tggatgt tec 


t tccacataa 


1980 


tagaagctt 












1989 



<210> 27 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Primer CH-296Na1 
<400> 27 

atcatatgcc cactgacctg eg 22 

<210> 28 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer CH-296Na2 
<400> 28 

ataagcttct attatgtgga agg 23 

<210> 29 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer CH-296Na3 
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<400> 29 

accatcactg gctacaggat cc 22 
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